_;m;gggﬂp

BHE R KB bR AR SRR R B
] & A (70%)
% 2003 £ & James Watsorh and Francis Crick %32 DNA %R &M B +8 5 > wHRAMMTA
B b4 s Hh 2 3k 0 W48 f T DNA A28 45 09 S 1030 & 4o 7 52 AR 308 00 4 B LR L Bl = 3% FA
it AR DNA 3B A9 8 648 3 gLk 38 61 2(10%)
2. M % ASAR B BASEMARARM| 5 RMAA MR REATAARAAEMAA R F IR T 54 R A E
mfmiﬁ%$ﬁ&w%ﬂo#ﬁﬁﬁ@ﬁﬁ&&%%ﬁﬂ&ﬁm%w%
UM EAD T RBWHERRR LB CEMBRANE K AAMAE  REBRERRAMR 2
PRV e 0 M ok - AR A LB A 2(15%
LHENT NS R AR REAHAR KBRS BT TR TR AR AR &
Hoaig o ik 2(15%)

ST M AR A B AR AT R R R BTH R QR MR LSRRI LR B LR

St AR R A ?2(15%)
24 AR GO%):
I. PCR 6. cloning
2. Hybridization 7. SNP(single nucleotide polymorphism)
3. codon 8. HPLC(High Performance Liquid Chromatography)
4. Biochip 9. Primary culture
5. i

RNAi 10.Sequencing
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{&%¢Fﬁ%2iﬁ§+ﬁﬁﬁ&{ﬁ Z,zﬂ"p : 2'12'0.95 = 3.84 ' xlz_o_gm =‘5-02 ’ 132,0.95 = 7'81 ) /1,32,0.975 = 9'35

2 XL N

(% 2864
EEE g R gt s %13 H

48R s H %

tar,p * t7,005=1.895 » 17 0.975=2.365  t5,005=1.860 » tg p.675=2.306 : Fan,an,p * F2,57,095=3.159
SB—ERs B 125 5

1.

B.
C. 5=
. D

55

RBE SRR BT — Bk R Ereny 2

A. FHfE <rPAI8
A5l > A

- ME=RY

T8 2x2 FRKE PR JTHRE (chi-square test)i » R PA L FEHAE(expected value)

/NRA 5 0 TFEIHAI R Tk T
A, F£HKE with Yatd’
B. Fisher's exact test
C. 2sample t-test
D. McNemar test

TER RS S RIRHE S
A X,

B. X

c. s=Y(x, —YY/(n-—

D. (Xi —,u)/d

EERE—HERERZ
F£3(37, 53) » BT
A. p<0.05

B. 0.05< p <0.1
C.p>0.1

r ] #EH SRER R TTARE PR ESBETA T AR -

s correction

AR H RS

WERE— IR (X )35‘;fﬁﬁﬂ FHEER o ENFERHRAE - BRI IUBIR G - TS

YISEERT 45 5% HA9AHS 95%(SHERIRS(35, 55) » 90%(SHEEE
FIEERR G RESIRER 54 5% » AITFIUTES p ERSCRIER :

D. L83k

FEATE 26 BRE ) LIS AT AR IR 30 A8 5 AT » e
HEEYRE 95% SR IS ?

A. 304ty 0.975° 7 25
B. 30+Z0.975 7\/-2—5

C. 301ty 0055
D. 30ty o975 y 25

EUMAE GRS B A ROl IERE

A. ZR5{E(mean) B R Bi(mode ) EAER)— %

B. KRPISEAGBRIET 50%

C. FHEH GO T IEES 1

D. HHER R Z 8 E-] B 1 s MERIGR 68%
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 AKEEEE A B B C STERMERSCSES, 16 30 (Emisry A ey A o Jh

2,271=6.4885 ,

A IR | KISEA 050.01 » HIFEAD Ho(REMEMRES)

B. R | BUEEER a30.05 » RIREHEAE Ho(HE MEEER)
C. N5 | BUEER a50.05 » AIZEA] Ho(RR MEfER
D. DAL .

T HRE 5 A S E R I B
8. A. Paired t-test
B. McNemar test
C. Wilcoxon signed rank test
D. 2 sample t-test

9. X—HEEMRBEAREL HEBENTE - STEIIURILEIR 20 02— FAEREHWT 1§
F-REOERR—ER - WRERTER - . FZRERBRITIFHE - FEME 1 2 203%
H— AT REGREBEER 3 MISHNE—RBGREE 323 - 4363 - 83~ 103 - . fifF
E 15 20 AL 0 DUT SH R ERRE MR & R IE e
A WrERRETTP RS T REERE R R R R R Rl
B. WSERRET S T AR B R SRR R
C. MR EE T EREHRR RAMBE R
D. WHFCRRETP S TR - 2 ERE AR R R AR R

10, SHE— TS ARA - DT AIEAHE B R R T A ML, -
A. Zt5fH(mean)
B. 5 (variance)
C. iZ#Es=(standard deviation)
D. #E#E3%(standard etror)

1, DR EsE N AWt BT S B T U8 B/ AL LSRR 229 - R
A A T — Rk
A. Chi-square test
B. McNemar test
C. Paired t-test
D. 2 sample t-test

12, FYMBEEME AR AR (R R
A. Chi-square test
B. McNemar test
C. Fisher's exact test
D. 2 sample t-test 1
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1, - - 43 A FE2b v S WF 2t ag K -
VRLTEE R ARy (3AE e % 3B R
B EEE AR O 10 9 (CERAASHER NEBELIT = 4t) T4 R 3t A

1. FR— B 100 EFAGEA A 3 - 200 57 A S B 28 » (5 A 2574 11 ELAZERE - 60 B g
34 NFEflE - FELLEC A - B MIRISEE S LR TR 2
(1) FECRARERE A
(2) FERLE RS T
() GERIEMGEM  RESRETEERNER
(4) IAERERATRERR BRI ?

NS

SR T 8 M — RIS IR A - e RSN SRR A e (45 5 T3]

N &

([CONO BN -

3. 1E 921 iRk > BN BATHERRRA-B-C-D VHESHE T AL 2RSS ikE
770~22-28 - 50 BRI » BB 21+ 16 14 - 10 BEETAE %22 M » TR A -
B~ C- D i@yt LSRR TR ?

(1) FESE R E Sk 2

(2) FERHHER RMEER ERARER

() FEIFREME  MERRETREEMER - DRI R Ry GRS ?

(4)  AURASSRBUR RE AR S L B SN 5 EA B R S A » e Eh— T S -

4. ()F—TFFEHIBE T = (A university )t 55 2 (sexyBhA SR HEMIGRIONERE » A4+ AEIE /) Bl 2-way
ANOVA S48 FHIls R -

E
die —  — TTTF o

- Source ~ p-value
University 2 i 13.00 ' 0.0001
Sex . 1 = 9.02 0.0040
Sex x University 2 5.13 0.0091
AlET % University, sex B sex x university 2 SRS MR BT Zoks AR - &% -

(ii)ﬁfﬁ—ffhﬁ’\fﬁﬁi}}?ﬁﬁﬁﬁﬁizm% » multiple logistic regression &3 N A5HE ¢

parameter | Odds Ratio p-value
Smoking vs non-smc1king ' 12.00 0.0001
Age in years 1.5 ; 0.0091

amgt¥f smoking status Eg age Bl MRS R -
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1. Please describe the gustatory pathway. (10%) J,g (;‘@ V?{LO?
2. Please describe the three phases of swallowing and the coordination

of muscles. (10%)

3. Please describe the localization, morphological structure, secretory
ducts, innervation and microscopic details of three pairs of salivary
gland. (15%)

4. Please list and compare the types, structure and distribution of
gustatory receptors. (5%)

5. Please describe the articular component, anatomic features, ligaments
support, movement, muscles acting on and function of the
temporomandibular joint. (15%)

" 6. Please describe the most common disorders of the

temporomandibular joint. (5%)

7. Please describe the characteristics and innervation of muscies that
move the tongue.(10%) »

8. Please describe which muscles of facial expression you use to smile.
(5%)

9. Please describe the alveolar nerves and innervation of the teeth. (10%)

10. Please describe the boundaries and contents of infratemporal fossa.
(10%) '



. Al Chemical Carcinogenesis 7 H§#8 » Y EBFIEREHZ - (20%)
. BB ATE Cancer Markers - AR ELBSHE - (20%)

. B S EERS(AIDS) 2 Etiology, Oral Symptoms, Opportunistic
infections , and Treamer .(20%)
. fRRRLE (BRE 445 0 40%)

(1) Burkitt’s lymphoma
(2) Ewing’s sarcoma

(3) Caffey’s disease

(4) Paget’s disease

(5) Crouzon’s Syndrome
(6) Gardner’s Syndrome
(7) Garre’s Osteomyelitis
(8) Gorlin Cyst

(9) Pindborg Tumor
(10)Socket Sclerosis



